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To design PCR primers with Oligo 6 and Primer Premier 5

Zhang Xinyu, Zhu Youkang, Gao Yanning
(Cancer Institute, Chinese Academy of Medical Sciences,Beijing, 10002 1,China)
Abstract: The skill of PCR primer design with software is introduced in this paper. Based on the
principal of PCR-primer design, the usage of two kinds of popular primer-design software was
reviewed detailedly, including their merit, demerit and usage skills. It is recommended that to use
Premier Primer 5 does the usual automatic primers search, but Oligo 6 primers analysis.
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CTCCTECCAG GACTCCCCTC GTCCCAARGHE ACACAAGACHE TCCTTCGATCT GTCCATCTAC CACACACALR
91  AATTACACAC CAGGGCCAGG GATCAGATAT CCACTGACCT TTGGFATGGTG CGAGCTTTCT ACAAGGGAC
181 TCACGGCTAC CChhppnnnhd TCTTCAAGCT ACTACCACTT GAGCCACACA ACGCTACAACE CCCCAATER
271 ACACCCTATG AGCCTGCATG GGATGGAGGA CGCGGAGAAR GAAGTGTTAG TGTGGAGGTT TGACAGCAZ
261 CCGAGACGCTC CATCCCCAGT ACTACAARGAE CTCCTGACAT CCAGCTTICT ACAACGGGACT TTCCGCTED
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Rating Seq Ho Length Tm GCo% Activity Degeneracy Ta Opt

[*C] [r/00] [FC]

Sense &2 1 25 T6.5 T2.0 35.3 1
Anti-sense | §3 25 25 T6.5 T2.0 J2.4 1 -
Product 10 - 25 T8.6 T2.0 - - 53.0

Hairpin Dimer False Cross Most Stable Hairpin:
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